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<400> 1 
ccaagcttgg 


tacccccggg 


gcagccgagg 


gcccctgact 


cggctcctcg 


cggcgacatg 


60 


gatcggatgg 


ccagctccat 


gaagcaggtg 


cccaacccac 


tgcccaaggt 


gctgagccgg 


120 


cgcggggtcg 


gcgctgggct 


ggaggcggcg 


gagcgcgaga 


gcttcgagcg 


gactcagact 


180 


gtcagcatca 


ataaggccat 


taatacgcag 


gaagtggctg 


taaaggaaaa 


acacgccaga 


240 


acgtgcatac 


tgggcaccca 


ccatgagaaa 


ggggcacaga 


ccttctggtc 


tgttgtcaac 


300 


cgcctgcctc 


tgtctagcaa 


cgcagtgctc 


tgctggaagt 


tctgccatgt 


gttccacaaa 


360 


ctcctccgag 


atggacaccc 


gaacgtcctg 


aaggactctc 


tgagatacag 


aaatgaattg 


420 


agtgacatga 


gcaggatgtg 


gggctacctg 


agcgaggggt 


atggccagct 


gtgcagcatc 


480 


tacctgaaac 


tgctaagaac 


caagatggag 


taccacacca 


aaaatcccag 


gttcccaggc 


540 


aacctgcaga 


tgagtgaccg 


ccagctggac 


gaggctggag 


aaagtgacgt 


gaacaacttt 


600 


tcccagttaa 


cagtggagat 


gtttgactac 


ctggagtgtg 


aactcaacct 


cttccaaaca 


660 


gtattcaact 


ccctggacat 


gtcccgctct 


gtgtccgtga 


cggcagcagg 


gcagtgccgc 


720 


ctcgccccgc 


tgatccaggt 


catcttggac 


tgcagccacc 


tttatgacta 


cactgtcaag 


780 


cttctcttca 


aactccactc 


ctgcctccca 


gctgacaccc 


tgcaaggcca 


ccgggaccgc 


840 


ttcatggagc 


agtttacaaa 


gttgaaagat 


ctgttctacc 


gctccagcaa 


cctgcagtac 


900 


ttcaagcggc 


tcattcagat 


cccccagctg 


cctgagaacc 


cacccaactt 


cctgcgagcc 


960 


tcagccctgt 


cagaacatat 


cagccctgtg 


gtggtgatcc 


ctgcagaggc 


ctcatccccc 


1020 
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gacagcgagc 


cagtcctaga 


gaaggatgac 


ctcatggaca 


tggatgcctc 


tcagcagaat 


1080 


ttatttgaca 


acaagtttga 


tgacatcttt 


ggcagttcat 


tcagcagtga 


tcccttcaat 


1140 


ttcaacagtc 


aaaatggtgt 


gaacaaggat 


gagaaggacc 


acttaattga 


gcgactatac 


1200 


agagagatca 


gtggattgaa 


ggcacagcta 


gaaaacatga 


agactgagag 


ccagcgggtt 


1260 


gtgctgcagc 


tgaagggcca 


cgtcagcgag 


ctggaagcag 


atctggccga 


gcagcagcac 


1320 


ctgcggcagc 


aggcggccga 


cgactgtgaa 


ttcctgcggg 


cagaactgga 


cgagctcagg 


1380 


aggcagcggg 


aggacaccga 


gaaggctcag 


cggagcctgt 


ctgagataga 


aaggaaagct 


1440 


caagccaatg 


aacagcgata 


tagcaagcta 


aaggagaagt 


acagcgagct 


ggttcagaac 


1500 


cacgctgacc 


tgctgcggaa 


gaatgcagag 


gtgaccaaac 


aggtgtccat 


ggccagacaa 


1560 


gcccaggtag 


atttggaacg 


agagaaaaaa 


gagctggagg 


attcgttgga 


gcgcatcagt 


1620 


gaccagggcc 


agcggaagac 


tcaagaacag 


ctggaagttc 


tagagagctt 


gaagcaggaa 


1680 


cttgccacaa 


gccaacggga 


gcttcaggtt 


ctgcaaggca 


gcctggaaac 


ttctgcccag 


1740 


tcagaagcaa 


actgggcagc 


cgagttcgcc 


gagctagaga 


aggagcggga 


cagcctggtg 


1800 


agtggcgcag 


ctcataggga 


ggaggaatta 


tctgctcttc 


ggaaagaact 


gcaggacact 


1860 


cagctcaaac 


tggccagcac 


agaggaatct 


atgtgccagc 


ttgccaaaga 


ccaacgaaaa 


1920 


atgcttctgg 


tggggtccag 


gaaggctgcg 


gagcaggtga 


tacaagacgc 


cctgaaccag 


1980 


cttgaagaac 


ctcctctcat 


cagctgcgct 


gggtctgcag 


atcacctcct 


ctccacggtc 


2040 


acatccattt 


ccagctgcat 


cgagcaactg 


gagaaaagct 


ggagccagta 


tctggcctgc 


2100 


ccagaagaca 


tcagtggact 


tctccattcc 


ataaccctgc 


tggcccactt 


gaccagcgac 


2160 


gccattgctc 


atggtgccac 


cacctgcctc 


agagccccac 


ctgagcctgc 


cgactcactg, 


2220 


accgaggcct 


gtaagcagta 


tggcagggaa 


accctcgcct 


acctggcctc 


cctggaggaa 


2280 


gagggaagcc 


ttgagaatgc 


cgacagcaca 


gccatgagga 


actgcctgag 


caagatcaag 


2340 


gccatcggcg 


aggagctcct 


gcccagggga 


ctggacatca 


agcaggagga 


gctgggggac 


2400 


ctggtggaca 


aggagatggc 


ggccacttca 


gctgctattg 


aaactgccac 


ggccagaata 


2460 


gaggagatgc 


tcagcaaatc 


ccgagcagga 


gacacaggag 


tcaaattgga 


ggtgaatgaa 


2520 


aggatccttg 


gttgctgtac 


cagcctcatg 


caagctattc 


aggtgctcat 


cgtggcctct 


2580 


aaggacctcc 


agagagagat 


tgtggagagc 


ggcaggggta 


cagcatcccc 


taaagagttt 


2640 


tatgccaaga 


actctcgatg 


gacagaagga 


cttatctcag 


cctccaaggc 


tgtgggctgg 


2700 


ggagccactg 


tcatggtgga 


tgcagctgat 


ctggtggtac 


aaggcagagg 


gaaatttgag 


2760 


gagctaatgg 


tgtgttctca 


tgaaattgct 


gctagcacag 


cccagcttgt 


ggctgcatcc 


2820 


aaggtgaaag 


ctgataagga 


cagccccaac 


ctagcccagc 


tgcagcaggc 


ctctcgggga 


2880 
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gtgaaccagg 


ccactgccgg 


cgttgtggcc 


tcaaccattt 


ccggcaaatc 


acagatcgaa 


2940 


gagacagaca 


acatggactt 


ctcaagcatg 


acgctgacac 


agatcaaacg 


ccaagagatg 


3000 


gattctcagg 


ttagggtgct 


agagctagaa 


aatgaattgc 


agaaggagcg 


tcaaaaactg 


3060 


ggagagcttc 


ggaaaaagca 


ctacgagctt 


gctggtgttg 


ctgagggctg 


ggaagaagga 


3120 


acagaggcat 


ctccacctac 


actgcaagaa 


gtggtaaccg 


aaaaagaata 


gagccaaacc 


3180 


aacaccccat 


atgtcagtgt 


aaatccttgt 


tacctatctc 


gtgtgtgtta 


tttccccagc 


3240 


cacaggccaa 


atccttggag 


tcccaggggc 


agccacacca 


ctgccattac 


ccagtgccga 


3300 


ggacatgcat 


gacacttcca 


aagactccct 


ccatagcgac 


accctttctg 


tttggaccca 


3360 


tggatttcca 


ctgcttctta 


tggtggttgg 


ttgggttttt 


tggttttgtt 


tttttttttt 


3420 


aagtttcact 


cacatagcca 


actctcccaa 


agggcacacc 


cctggggctg 


agtctccagg 


3480 


gccccccaac 


tgtggtagct 


ccagcgatgg 


tgctgcccag 


gcctctcggt 


gctccatctc 


3540 


cgcctccaca 


ctgaccaagt 


gctggcccac 


ccagtccatg 


ctccagggtc 


aggcggagct 


3600 


gctgagtgac 


agctttcctc 


aaaaagcaga 


aggagagtga 


gtgcctttcc 


ctcctaaagc 


3660 


tgaatcccgg 


cggaaagcct 


ctgtccgcct 


ttacaaggga 


gaagacaaca 


gaaagaggga 


3720 


caagagggtt 


cacacagccc 


agttcccgtg 


acgaggctca 


aaaacttgat 


cacatgcttg 


3780 


aatggagctg 


gtgagatcaa 


caacactact 


tccctgccgg 


aatgaactgt 


ccgtgaatgg 


3840 


tctctgtcaa 


gcgggccgtc 


tcccttggcc 


cagagacgga 


gtgtgggagt 


gattcccaac 


3900 


tcctttctgc 


agacgtctgc 


cttggcatcc 


tcttgaatag 


gaagatcgtt 


ccaccttcta 


3960 


cgcaattgac 


aaacccggaa 


gatcagatgc 


aattgctccc 


atcagggaag 


aaccctatac 


4020 


ttggtttgct 


acccttagta 


tttattacta 


acctccctta 


agcagcaaca gcctacaaag 


4080 


agatgcttgg 


agcaatcaga 


acttcaggtg 


tgactctagc 


aaagctcatc 


tttctgcccg 


4140 


gctacatcag 


ccttcaagaa 


tcagaagaaa 


ggccaaggtg 


ctggactgtt 


actgacttgg 


4200 


atcccaaagc 


aaggagatca 


tttggagctc 


ttgggtcaga 


gaaaatgaga 


aaggacagag 


4260 


ccagcggctc 


caactccttt 


cagccacatg 


ccccaggctc 


tcgctgccct 


gtggacagga 


4320 


tgaggacaga 


gggcacatga 


acagcttgcc 


agggatgggc 


agcccaacag 


cacttttcct 


4380 


cttctagatg 


gaccccagca 


tttaagtgac 


cttctgatct 


tgggaaaaca 


gcgtcttcct 


4440 


tctttatcta 


tagcaactca 


ttggtggtag 


ccatcaagca 


cttcggaatt 


cctgcagccc 


4500 


gggcggccgc 


tcgagcatgc 


nntagagggc 


ccta 






4534 
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<210> 2 

<211> 1475 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> NON_CONS 

<222> (1037) . . (1038) 

<220> 

<221> NON_CONS 

<222> (1083) . . (1084) 

<220> 

<221> NON_CONS 

<222> (1090) . . (1091) 

<220> 

<221> NON_CONS 

<222> (1134) . . (1135) 

<220> 

<221> NON_CONS 

<222> (1142) . . (1143) 

<220> 

<221> NON_CONS 

<222> (1178) . . (1179) 

<220> 

<221> NON_CONS 

<222> (1193) . . (1194) 

<220> 

<221> NON_CONS 

<222> (1194) . . (1195) 

<220> 

<221> NON_CONS 

<222> (1247) . . (1248) 

<220> 

<221> NON_CONS 

<222> (1283) . . (1284) 

<220> 

<221> NON_CONS 

<222> (1293) . . (1294) 

<220> 

<221> NON_CONS 

<222> (1315) . . (1316) 

<220> 

<221> NON_CONS 

<222> (1339) . . (1340) 

<220> 

<221> NON_CONS 

<222> (1340) . . (1341) 
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<220> 

<221> NON_CONS 

<222> (1382) . . (1383) 

<220> 

<221> NON_CONS 

<222> (1406) . . (1407) 

<220> 

<221> NON_CONS 

<222> (1454) . . (1455) 

<220> 

<221> misc_f eature 

<222> (1472) . . (1472) 

<223> Xaa can be any naturally occurring amino acid 

<400> 2 

Met Asp Arg Met Ala Ser Ser Met Lys Gin Val Pro Asn Pro Leu Pro 
15 10 15 



Lys Val Leu Ser Arg Arg Gly Val Gly Ala Gly Leu Glu Ala Ala Glu 
20 " 25 30 



Arg Glu Ser Phe Glu Arg Thr Gin Thr Val Ser lie Asn Lys Ala lie 
35 40 45 



Asn Thr Gin Glu Val Ala Val Lys Glu Lys His Ala Arg Thr Cys lie 
50 55 60 



Leu Gly Thr His His Glu Lys Gly Ala Gin Thr Phe Trp Ser Val Val 
65 70 75 80 



Asn Arg Leu Pro Leu Ser Ser Asn Ala Val Leu Cys Trp Lys Phe Cys 
85 90 95 



His Val Phe His Lys Leu Leu Arg Asp Gly His Pro Asn Val Leu Lys 
100 * 105 110 



Asp Ser Leu Arg Tyr Arg Asn Glu Leu Ser Asp Met Ser Arg Met Trp 
115 ~ " 120 125 



Gly Tyr Leu Ser Glu Gly Tyr Gly Gin Leu Cys Ser lie Tyr Leu Lys 
130 135 140 



Leu Leu Arg Thr Lys Met Glu Tyr His Thr Lys Asn Pro Arg Phe Pro 
145 ~ 150 155 160 



Gly Asn Leu Gin Met Ser Asp Arg Gin Leu Asp Glu Ala Gly Glu Ser 
165 170 175 



- 5 - 



Asp Val Asn Asn Phe Ser Gin Leu' Thr Val Glu Met Phe Asp Tyr Leu 
180 185 190 



Glu Cys Glu Leu Asn Leu Phe Gin Thr Val Phe Asn Ser Leu Asp Met 
195 200 205 



Ser Arg Ser Val Ser Val Thr Ala Ala Gly Gin Cys Arg Leu Ala Pro 
210 215 220 



Leu lie Gin Val lie Leu Asp Cys Ser His Leu Tyr Asp Tyr Thr Val 
225 230 235 240 



Lys Leu Leu Phe Lys Leu His Ser Cys Leu Pro Ala Asp Thr Leu Gin 
245 250 255 



Gly His Arg Asp Arg Phe Met Glu Gin Phe Thr Lys Leu Lys Asp Leu 
260 ^ 265 270 



Phe Tyr Arg Ser Ser Asn Leu Gin Tyr Phe Lys Arg Leu lie Gin lie 
275 280 285 



Pro Gin Leu Pro Glu Asn Pro Pro Asn Phe Leu Arg Ala Ser Ala Leu 
290 295 300 



Ser Glu His He Ser Pro Val Val Val He Pro Ala Glu Ala Ser Ser 
305 310 315 320 



Pro Asp Ser Glu Pro Val Leu Glu Lys Asp Asp Leu Met Asp Met Asp 
325 330 335 



Ala Ser Gin Gin Asn Leu Phe Asp Asn Lys Phe Asp Asp He Phe Gly 
340 345 350 



Ser Ser Phe Ser Ser Asp Pro Phe Asn Phe Asn Ser Gin Asn Gly Val 
355 360 365 



Asn Lys Asp Glu Lys Asp His Leu He Glu Arg Leu Tyr Arg Glu He 
370 375 380 



Ser Gly Leu Lys Ala Gin Leu Glu Asn Met Lys Thr Glu Ser Gin Arg 
385 * 390 395 400 



Val Val Leu Gin Leu Lys Gly His Val Ser Glu Leu Glu Ala Asp Leu 
405 410 415 



Ala Glu Gin Gin His Leu Arg Gin' Gin Ala Ala Asp Asp Cys Glu Phe 
420 425 430 



Leu Arg Ala Glu Leu Asp Glu Leu Arg Arg Gin Arg Glu Asp Thr Glu 
435 440 445 



Lys Ala Gin Arg Ser Leu Ser Glu lie Glu Arg Lys Ala Gin Ala Asn 
450 455 460 



Glu Gin Arg Tyr Ser Lys Leu Lys Glu Lys Tyr Ser Glu Leu Val Gin 
465 ' 470 475 480 



Asn His Ala Asp Leu Leu Arg Lys Asn Ala Glu Val Thr Lys Gin Val 
485 * 490 495 



Ser Met Ala Arg Gin Ala Gin Val Asp Leu Glu Arg Glu Lys Lys Glu 
500 505 510 



Leu Glu Asp Ser Leu Glu Arg lie Ser Asp Gin Gly Gin Arg Lys Thr 
515 520 525 



Gin Glu Gin Leu Glu Val Leu Glu Ser Leu Lys Gin Glu Leu Ala Thr 
530 535 540 



Ser Gin Arg Glu Leu Gin Val Leu Gin Gly Ser Leu Glu Thr Ser Ala 
545 550 555 560 



Gin Ser Glu Ala Asn Trp Ala Ala Glu Phe Ala Glu Leu Glu Lys Glu 
565 570 575 



Arg Asp Ser Leu Val Ser Gly Ala Ala His Arg Glu Glu Glu Leu Ser 
580 585 590 



Ala Leu Arg Lys Glu Leu Gin Asp Thr Gin Leu Lys Leu Ala Ser Thr 
595 600 605 



Glu Glu Ser Met Cys Gin Leu Ala Lys Asp Gin Arg Lys Met Leu Leu 
610 615 620 



Val Gly Ser Arg Lys Ala Ala Glu Gin Val lie Gin Asp Ala Leu Asn 
625 ' 630 635 640 



Gin Leu Glu Glu Pro Pro Leu lie Ser Cys Ala Gly Ser Ala Asp His 
645 650 655 



Leu Leu Ser Thr Val Thr Ser lie Ser Ser Cys lie Glu Gin Leu Glu 
660 665 " 670 
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Lys Ser Trp Ser Gin Tyr Leu Ala Cys Pro Glu Asp lie Ser Gly Leu 
675 ' 680 ' 685 



Leu His Ser lie Thr Leu Leu Ala His Leu Thr Ser Asp Ala lie Ala 
690 695 700 



His Gly Ala Thr Thr Cys Leu Arg Ala Pro Pro Glu Pro Ala Asp Ser 
705 ' 710 715 720 



Leu Thr Glu Ala Cys Lys Gin Tyr Gly Arg Glu Thr Leu Ala Tyr Leu 
725 730 735 



Ala Ser Leu Glu Glu Glu Gly Ser Leu Glu Asn Ala Asp Ser Thr Ala 
740 745 750 



Met Arg Asn Cys Leu Ser Lys lie Lys Ala lie Gly Glu Glu Leu Leu 
755 760 765 



Pro Arg Gly Leu Asp lie Lys Gin Glu Glu Leu Gly Asp Leu Val Asp 
770 775 780 



Lys Glu Met Ala Ala Thr Ser Ala Ala He Glu Thr Ala Thr Ala Arg 
785 790 795 800 



lie Glu Glu Met Leu Ser Lys Ser Arg Ala Gly Asp Thr Gly Val Lys 
805 810 815 



Leu Glu Val Asn Glu Arg He Leu Gly Cys Cys Thr Ser Leu Met Gin 
820 J 825 830 



Ala He Gin Val Leu He Val Ala Ser Lys Asp Leu Gin Arg Glu He 
835 840 845 



Val Glu Ser Gly Arg Gly Thr Ala Ser Pro Lys Glu Phe Tyr Ala Lys 
850 " ~ 855 860 



Asn Ser Arg Trp Thr Glu Gly Leu He Ser Ala Ser Lys Ala Val Gly 
865 870 875 880 



Trp Gly Ala Thr Val Met Val Asp Ala Ala Asp Leu Val Val Gin Gly 
885 890 895 



Arg Gly Lys Phe Glu Glu Leu Met Val Cys Ser His Glu He Ala Ala 
900 905 910 



Ser Thr Ala Gin Leu Val Ala Ala* Ser Lys Val Lys Ala Asp Lys Asp 
915 920 925 



Ser Pro Asn Leu Ala Gin Leu Gin Gin Ala Ser Arg Gly Val Asn Gin 
930 935 940 



Ala Thr Ala Gly Val Val Ala Ser Thr He Ser Gly Lys Ser Gin He 
945 950 955 960 



Glu Glu Thr Asp Asn Met Asp Phe Ser Ser Met Thr Leu Thr Gin He 
965 970 975 



Lys Arg Gin Glu Met Asp Ser Gin Val Arg Val Leu Glu Leu Glu Asn 
980 985 990 

Glu Leu Gin Lys Glu Arg Gin Lys Leu Gly Glu Leu Arg Lys Lys His 
995 1000 1005 



Tyr Glu Leu Ala Gly Val Ala Glu Gly Trp Glu Glu Gly Thr Glu 
1010 1015 1020 



Ala Ser Pro Pro Thr Leu Gin Glu Val Val Thr Glu Lys Glu Ser 
1025 1030 1035 



Gin Thr Asn Thr Pro Tyr Val Ser Val Asn Pro Cys Tyr Leu Ser 
1040 1045 1050 



Arg Val Cys Tyr Phe Pro Ser His Arg Pro Asn Pro Trp Ser Pro 
1055 ' 1060 1065 



Arg Gly Ser His Thr Thr Ala He Thr Gin Cys Arg Gly His Ala 
1070 1075 1080 



His Phe Gin Arg Leu Pro Pro Arg His Pro Phe Cys Leu Asp Pro 
1085 " 1090 1095 



Trp He Ser Thr Ala Ser Tyr Gly Gly Trp Leu Gly Phe Leu Val 
1100 1105 1110 



Leu Phe Phe Phe Phe Lys Phe His Ser His Ser Gin Leu Ser Gin 
1115 1120 1125 



Arg Ala His Pro Trp Gly Val Ser Arg Ala Pro Gin Leu Trp Leu 
1130 1135 1140 



Gin Arg Trp Cys Cys Pro Gly JJeu Ser Val Leu His Leu Arg Leu 
1145 1150 1155 



His Thr Asp Gin Val Leu Ala His Pro Val His Ala Pro Gly Ser 
1160 ~ 1165 1170 



Gly Gly Ala Ala Glu Gin Leu Ser Ser Lys Ser Arg Arg Arg Val 
1175 1180 1185 



Ser Ala Phe Pro Ser Ser lie Pro Ala Glu Ser Leu Cys Pro Pro 
1190 1195 1200 



Leu Gin Gly Arg Arg Gin Gin Lys Glu Gly Gin Glu Gly Ser His 
1205 * 1210 1215 



Ser Pro Val Pro Val Thr Arg Leu Lys Asn Leu lie Thr Cys Leu 
1220 1225 1230 



Asn Gly Ala Gly Glu lie Asn Asn Thr Thr Ser Leu Pro Glu Thr 
1235 1240 1245 



Val Arg Glu Trp Ser Leu Ser Ser Gly Pro Ser Pro Leu Ala Gin 
1250 * 1255 1260 



Arg Arg Ser Val Gly Val lie Pro Asn Ser Phe Leu Gin Thr Ser 
1265 1270 1275 



Ala Leu Ala Ser Ser lie Gly Arg Ser Phe His Leu Leu Arg Asn 
1280 1285 1290 



Gin Thr Arg Lys lie Arg Cys Asn Cys Ser His Gin Gly Arg Thr 
1295 ~ * 1300 ' 1305 



Leu Tyr Leu Val Cys Tyr Pro Tyr Leu Leu Leu Thr Ser Leu Lys 
1310 * " 1315 1320 



Gin Gin Gin Pro Thr Lys Arg Cys Leu Glu Gin Ser Glu Leu Gin 
1325 1330 1335 



Val Leu Gin Ser Ser Ser Phe Cys Pro Ala Thr Ser Ala Phe Lys 
1340 1345 1350 



Asn Gin Lys Lys Gly Gin Gly Ala Gly Leu Leu Leu Thr Trp lie 
1355 ' 1360 1365 
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Pro Lys Gin Gly Asp His Leu Glu Leu- Leu Gly Gin Arg Lys Glu 
1370 1375 1380 



Arg Thr Glu Pro Ala Ala Pro Thr Pro Phe Ser His Met Pro Gin 
1385 1390 1395 



Ala Leu Ala Ala Leu Trp Thr Gly Gly Gin Arg Ala His Glu Gin 
1400 1405 1410 



Leu Ala Arg Asp Gly Gin Pro Asn Ser Thr Phe Pro Leu Leu Asp 
1415 1420 1425 



Gly Pro Gin His Leu Ser Asp Leu Leu lie Leu Gly Lys Gin Arg 
1430 1435 1440 



Leu Pro Ser Leu Ser lie Ala Thr His Trp Trp Pro Ser Ser Thr 
1445 1450 1455 



Ser Glu Phe Leu Gin Pro Gly Arg Pro Leu Glu His Ala Xaa Glu 
1460 1465 1470 



Gly Pro 
1475 



<210> 3 

<211> 3911 

<212> DNA 

<213> Homo sapiens 

<400> 3 



gttaacagtg 


gagatgtttg 


actacctgga 


gtgtgaactc 


aacctcttcc 


aaacagtatt 


60 


caactccctg 


gacatgtccc 


gctctgtgtc 


cgtgacggca 


gcagggcagt 


gccgcctcgc 


120 


cccgctgatc 


caggtcatct 


tggactgcag 


ccacctttat 


gactacactg 


tcaagcttct 


180 


cttcaaactc 


cactcctgcc 


tcccagctga 


caccctgcaa 


ggccaccggg 


accgcttcat 


240 


ggagcagttt 


acaaagttga 


aagatctgtt 


ctaccgctcc 


agcaacctgc 


agtacttcaa 


300 


gcggctcatt 


cagatccccc 


agctgcctga 


gaacccaccc 


aacttcctgc 


gagcctcagc 


360 


cctgtcagaa 


catatcagcc 


ctgtggtggt 


gatccctgca 


gaggcctcat 


cccccgacag 


420 


cgagccagtc 


ctagagaagg 


atgacctcat 


ggacatggat 


gcctctcagc 


agaatttatt 


480 


tgacaacaag 


tttgatgaca 


tctttggcag 


ttcattcagc 


agtgatccct 


tcaatttcaa 


540 


cagtcaaaat 


ggtgtgaaca 


aggatgagaa 


ggaccactta 


attgagcgac 


tatacagaga 


600 


gatcagtgga 


ttgaaggcac 


agctagaaaa 


catgaagact 


gagagccagc 


gggttgtgct 


660 


gcagctgaag 


ggccacgtca gcgagctgga 


agcagatctg 


gccgagcagc 


agcacctgcg 


720 
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gcagcaggcg 


gccgacgact 


gtgaattcct 


gcgggcagaa 


ctggacgagc 


tcaggaggca 


780 


gcgggaggac 


accgagaagg 


ctcagcggag 


cctgtctgag 


atagaaagga 


aagctcaagc 


840 


caatgaacag 


cgatatagca 


agctaaagga 


gaagtacagc 


gagctggttc 


agaaccacgc 


900 


tgacctgctg 


cggaagaatg 


cagaggtgac 


caaacaggtg 


tccatggcca 


gacaagccca 


960 


ggtagatttg 


gaacgagaga 


aaaaagagct 


ggaggattcg 


ttggagcgca 


tcagtgacca 


1020 


gggccagcgg 


aagactcaag 


aacagctgga 


agttctagag 


agcttgaagc 


aggaacttgc 


1080 


cacaagccaa 


cgggagcttc 


aggttctgca 


aggcagcctg 


gaaacttctg 


cccagtcaga 


1140 


agcaaactgg 


gcagccgagt 


tcgccgagct 


agagaaggag 


cgggacagcc 


tggtgagtgg 


1200 


cgcagctcat 


agggaggagg 


aattatctgc 


tcttcggaaa 


gaactgcagg 


acactcagct 


1260 


caaactggcc 


agcacagagg 


aatctatgtg 


ccagcttgcc 


aaagaccaac 


gaaaaatgct 


1320 


tctggtgggg 


tccaggaagg 


ctgcggagca 


ggtgatacaa 


gacgccctga 


accagcttga 


1380 


agaacctcct 


ctcatcagct 


gcgctgggtc 


tgcagatcac 


ctcctctcca 


cggtcacatc 


1440 


catttccagc 


tgcatcgagc 


aactggagaa 


aagctggagc 


cagtatctgg 


cctgcccaga 


1500 


agacatcagt 


ggacttctcc 


attccataac 


cctgctggcc 


cacttgacca 


gcgacgccat 


1560 


tgctcatggt 


gccaccacct 


gcctcagagc 


cccacctgag 


cctgccgact 


cactgaccga 


1620 


ggcctgtaag 


cagtatggca 


gggaaaccct 


cgcctacctg 


gcctccctgg 


aggaagaggg 


1680 


aagccttgag 


aatgccgaca 


gcacagccat 


gaggaactgc 


ctgagcaaga 


tcaaggccat 


1740 


cggcgaggag 


ctcctgccca 


ggggactgga 


catcaagcag 


gaggagctgg 


gggacctggt 


1800 


ggacaaggag 


atggcggcca 


cttcagctgc 


tattgaaact 


gccacggcca 


gaatagagga 


1860 


gatgctcagc 


aaatcccgag 


caggagacac 


aggagtcaaa 


ttggaggtga 


atgaaaggat 


1920 


ccttggttgc 


tgtaccagcc 


tcatgcaagc 


tattcaggtg 


ctcatcgtgg 


cctctaagga 


1980 


cctccagaga 


gagattgtgg 


agagcggcag 


gggtacagca 


tcccctaaag 


agttttatgc 


2040 


caagaactct 


cgatggacag 


aaggacttat 


ctcagcctcc 


aaggctgtgg 


gctggggagc 


2100 


cactgtcatg 


gtggatgcag 


ctgatctggt 


ggtacaaggc 


agagggaaat 


ttgaggagct 


2160 


aatggtgtgt 


tctcatgaaa 


ttgctgctag 


cacagcccag 


cttgtggctg 


catccaaggt 


2220 


gaaagctgat 


aaggacagcc 


ccaacctagc 


ccagctgcag 


caggcctctc 


ggggagtgaa 


2280 


ccaggccact 


gccggcgttg 


tggcctcaac 


catttccggc 


aaatcacaga 


tcgaagagac 


2340 


agacaacatg 


gacttctcaa 


gcatgacgct 


gacacagatc 


aaacgccaag 


agatggattc 


2400 


tcaggttagg 


gtgctagagc 


tagaaaatga 


attgcagaag 


gagcgtcaaa 


aactgggaga 


2460 


gcttcggaaa 


aagcactacg 


agcttgctgg 


tgttgctgag 


ggctgggaag 


aaggaacaga 


2520 


ggcatctcca 


cctacactgc 


aagaagtggt 


aaccgaaaaa 


gaatagagcc 


aaaccaacac 


2580 
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cccatatgtc 


agtgtaaatc 


cttgttacdt 


atctcgtgtg 


tgttatttcc 


ccagccacag 


2640 


gccaaatcct 


tggagtccca 


ggggcagcca 


caccactgcc 


attacccagt 


gccgaggaca 


2700 


tgcatgacac 


ttccaaagac 


tccctccata 


gcgacaccct 


ttctgtttgg 


acccatggat 


2760 


ttccactgct 


tcttatggtg 


gttggttggg 


ttttttggtt 


ttgttttttt 


tttttaagtt 


2820 


tcactcacat 


agccaactct 


cccaaagggc 


acacccctgg 


ggctgagtct 


ccagggcccc 


2880 


ccaactgtgg 


tagctccagc 


gatggtgctg 


cccaggcctc 


tcggtgctcc 


atctccgcct 


2940 


ccacactgac 


caagtgctgg 


cccacccagt 


ccatgctcca gggtcaggcg gagctgctga 


3000 


gtgacagctt 


tcctcaaaaa 


gcagaaggag 


agtgagtgcc 


tttccctcct 


a a acre t era a t 


3060 


cccggcggaa 


agcctctgtc 


cgcctttaca 


agggagaaga 


CA C4. w ay CICICIM 


a era era p a a a a 

ciy y y c*. ^ — c*. ci y ex 


3120 


gggttcacac 


agcccagttc 


ccgtgacgag gctcaaaaac 


1 — M d l— V_» C4. V_ CI 


octhaaataa 

y w y aci i_- y y 


3180 


agctggtgag 


atcaacaaca 


ctacttccct 


gccggaatga 


cil l. y n_ y l. y 


aaf rro i~ o t" e 1~ 
cici uy y i- 


3240 


gtcaagcggg 


ccgtctccct 


tggcccagag 


acggagtgtg 


y y a j i>^ciL>t^ 




3300 


tctgcagacg 


tctgccttgg 


catcctcttg 


aataggaaga 


tcgttccacc 


ttctacgcaa 


3360 


ttgacaaacc 


cggaagatca 


gatgcaattg 


ctcccatcag 


ggaagaaccc 


tatacttggt 


3420 


ttgctaccct 


tagtatttat 


tactaacctc 


ccttaagcag 


caacagccta 


caaagagatg 


3480 


cttggagcaa 


tcagaacttc 


aggtgtgact 


ctagcaaagc 


tcatctttct 


gcccggctac 


3540 


atcagccttc 


aagaatcaga 


agaaaggcca 


aggtgctgga 


ctgttactga 


cttggatccc 


3600 


aaagcaagga 


gatcatttgg 


agctcttggg 


tcagagaaaa 


tgagaaagga 


cagagccagc 


3660 


ggctccaact 


cctttcagcc 


acatgcccca ggctctcgct 


gccctgtgga 


caggatgagg 


3720 


acagagggca 


catgaacagc 


ttgccaggga 


tgggcagccc 


aacagcactt 


ttcctcttct 


3780 


agatggaccc 


cagcatttaa 


gtgaccttct 


gatcttggga 


aaacagcgtc 


ttccttcttt 


3840 


atctatagca 


actcattggt 


ggtagccatc 


aagcacttcg 


gaattcctgc 


agcccgggcg 


3900 


gccgctcgag 


c 










3911 



<210> 4 

<211> 1283 

<212> PRT 

<213> Homo sapiens 
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<220> 

<221> NON_CONS 

<222> (850) . . (851) 

<220> 

<221> NON_CONS 

<222> (896) . . (897) 

<220> 

<221> NON_CONS 

<222> (903) . . (904) 

<220> 

<221> NON_CONS 

<222> (947) . . (948) 

<220> 

<221> NON_CONS 

<222> (955) . . (956) 

<220> 

<221> NON_CONS 

<222> (991) . . (992) 

<220> 

<221> NON_CONS 

<222> (1006) . . (1007) 

<220> 

<221> NON_CONS 

<222> (1007) . . (1008) 

<220> 

<221> NON_CONS 

<222> (1060) . . (1061) 

<220> 

<221> NON_CONS 

<222> (1096) . . (1097) 

<220> 

<221> NON_CONS 

<222> (1106) . . (1107) 

<220> 

<221> NON_CONS 

<222> (1128) . . (1129) 

<220> 

<221> NON_CONS 

<222> (1152) . . (1153) 

<220> 

<221> NON_CONS 

<222> (1153) . . (1154) 



<220> 

<221> NON_CONS 

<222> (1195) . . (1196) 

<220> 

<221> NON_CONS 

<222> (1219) . . (1220) 

<220> 

<221> NON_CONS 

<222> (1267) . . (1268) 

<400> 4 

Met Phe Asp Tyr Leu Glu Cys Glu Leu Asn Leu Phe Gin Thr Val Phe 
1 5 * 10 15 



Asn Ser Leu Asp Met Ser Arg Ser Val Ser Val Thr Ala Ala Gly Gin 
20 25 30 



Cys Arg Leu Ala Pro Leu lie Gin Val lie Leu Asp Cys Ser His Leu 
35 40 45 



Tyr Asp Tyr Thr Val Lys Leu Leu Phe Lys Leu His Ser Cys Leu Pro 
50 55 60 



Ala Asp Thr Leu Gin Gly His Arg Asp Arg Phe Met Glu Gin Phe Thr 
65 70 75 80 



Lys Leu Lys Asp Leu Phe Tyr Arg Ser Ser Asn Leu Gin Tyr Phe Lys 
85 * 90 95 



Arg Leu lie Gin lie Pro Gin Leu Pro Glu Asn Pro Pro Asn Phe Leu 
100 105 110 



Arg Ala Ser Ala Leu Ser Glu His lie Ser Pro Val Val Val lie Pro 
115 120 125 



Ala Glu Ala Ser Ser Pro Asp Ser Glu Pro Val Leu Glu Lys Asp Asp 
130 135 140 

Leu Met Asp Met Asp Ala Ser Gin Gin Asn Leu Phe Asp Asn Lys Phe 

145 150 155 160 

Asp Asp lie Phe Gly Ser Ser Phe Ser Ser Asp Pro Phe Asn Phe Asn 

165 170 175 
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7 



Ser Gin Asn Gly Val Asn Lys Asp' Glu Lys Asp His Leu lie Glu Arg 
180 185 190 



Leu Tyr Arg Glu lie Ser Gly Leu Lys Ala Gin Leu Glu Asn Met Lys 
195 ~ 200 205 



Thr Glu Ser Gin Arg Val Val Leu Gin Leu Lys Gly His Val Ser Glu 
210 215 220 



Leu Glu Ala Asp Leu Ala Glu Gin Gin His Leu Arg Gin Gin Ala Ala 
225 230 235 240 



Asp Asp Cys Glu Phe Leu Arg Ala Glu Leu Asp Glu Leu Arg Arg Gin 
245 250 255 



Arg Glu Asp Thr Glu Lys Ala Gin Arg Ser Leu Ser Glu lie Glu Arg 
260 265 270 



Lys Ala Gin Ala Asn Glu Gin Arg Tyr Ser Lys Leu Lys Glu Lys Tyr 
275 280 285 



Ser Glu Leu Val Gin Asn His Ala Asp Leu Leu Arg Lys Asn Ala Glu 
290 295 300 



Val Thr Lys Gin Val Ser Met Ala Arg Gin Ala Gin Val Asp Leu Glu 
305 310 315 320 



Arg Glu Lys Lys Glu Leu Glu Asp Ser Leu Glu Arg lie Ser Asp Gin 
325 ~ 330 335 



Gly Gin Arg Lys Thr Gin Glu Gin Leu Glu Val Leu Glu Ser Leu Lys 
340 345 350 



Gin Glu Leu Ala Thr Ser Gin Arg Glu Leu Gin Val Leu Gin Gly Ser 
355 360 365 



Leu Glu Thr Ser Ala Gin Ser Glu Ala Asn Trp Ala Ala Glu Phe Ala 
370 375 380 



Glu Leu Glu Lys Glu Arg Asp Ser Leu Val Ser Gly Ala Ala His Arg 
385 390 395 400 



Glu Glu Glu Leu Ser Ala Leu Arg Lys Glu Leu Gin Asp Thr Gin Leu 
405 410 415 



Lys Leu Ala Ser Thr Glu Glu Ser Met Cys Gin Leu Ala Lys Asp Gin 
420 425 430 
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Arg Lys Met Leu Leu Val Gly Ser Arg Lys Ala Ala Glu Gin Val lie 
435 440 445 



Gin Asp Ala Leu Asn Gin Leu Glu Glu Pro Pro Leu lie Ser Cys Ala 
450 455 460 



Gly Ser Ala Asp His Leu Leu Ser Thr Val Thr Ser lie Ser Ser Cys 
465 470 475 480 



lie Glu Gin Leu Glu Lys Ser Trp Ser Gin Tyr Leu Ala Cys Pro Glu 
485 490 495 



Asp lie Ser Gly Leu Leu His Ser lie Thr Leu Leu Ala His Leu Thr 
500 505 510 



Ser Asp Ala lie Ala His Gly Ala Thr Thr Cys Leu Arg Ala Pro Pro 
515 520 525 



Glu Pro Ala Asp Ser Leu Thr Glu Ala Cys Lys Gin Tyr Gly Arg Glu 
530 535 540 



Thr Leu Ala Tyr Leu Ala Ser Leu Glu Glu Glu Gly Ser Leu Glu Asn 
545 * 550 555 560 



Ala Asp Ser Thr Ala Met Arg Asn Cys Leu Ser Lys lie Lys Ala lie 
565 570 575 



Gly Glu Glu Leu Leu Pro Arg Gly Leu Asp lie Lys Gin Glu Glu Leu 
580 585 590 



Gly Asp Leu Val Asp Lys Glu Met Ala Ala Thr Ser Ala Ala lie Glu 
595 600 605 



Thr Ala Thr Ala Arg lie Glu Glu Met Leu Ser Lys Ser Arg Ala Gly 
610 615 620 



Asp Thr Gly Val Lys Leu Glu Val Asn Glu Arg lie Leu Gly Cys Cys 
625 630 635 640 



Thr Ser Leu Met Gin Ala He Gin Val Leu He Val Ala Ser Lys Asp 
645 650 655 



Leu Gin Arg Glu He Val Glu Ser Gly Arg Gly Thr Ala Ser Pro Lys 
660 665 670 
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Glu Phe Tyr Ala Lys Asn Ser Arg* Trp Thr Glu Gly Leu lie Ser Ala 
675 680 685 



Ser Lys Ala Val Gly Trp Gly Ala Thr Val Met Val Asp Ala Ala Asp 
690 ^ 695 700 



Leu Val Val Gin Gly Arg Gly Lys Phe Glu Glu Leu Met Val Cys Ser 
705 710 715 720 



His Glu He Ala Ala Ser Thr Ala Gin Leu Val Ala Ala Ser Lys Val 
725 730 735 



Lys Ala Asp Lys Asp Ser Pro Asn Leu Ala Gin Leu Gin Gin Ala Ser 
740 745 750 



Arg Gly Val Asn Gin Ala Thr Ala Gly Val Val Ala Ser Thr He Ser 
755 760 765 



Gly Lys Ser Gin He Glu Glu Thr Asp Asn Met Asp Phe Ser Ser Met 
770 775 780 



Thr Leu Thr Gin He Lys Arg Gin Glu Met Asp Ser Gin Val Arg Val 
785 790 795 800 



Leu Glu Leu Glu Asn Glu Leu Gin Lys Glu Arg Gin Lys Leu Gly Glu 
805 810 815 



Leu Arg Lys Lys His Tyr Glu Leu Ala Gly Val Ala Glu Gly Trp Glu 
820 * 825 830 



Glu Gly Thr Glu Ala Ser Pro Pro Thr Leu Gin Glu Val Val Thr Glu 
835 840 845 



Lys Glu Ser Gin Thr Asn Thr Pro Tyr Val Ser Val Asn Pro Cys Tyr 
850 855 860 



Leu Ser Arg Val Cys Tyr Phe Pro Ser His Arg Pro Asn Pro Trp Ser 
865 " 870 875 880 



Pro Arg Gly Ser His Thr Thr Ala He Thr Gin Cys Arg Gly His Ala 
885 890 895 



His Phe Gin Arg Leu Pro Pro Arg His Pro Phe Cys Leu Asp Pro Trp 
900 905 910 
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lie Ser Thr Ala Ser Tyr Gly Gly Trp Leu Gly Phe Leu Val Leu Phe 
915 920 925 



Phe Phe Phe Lys Phe His Ser His Ser Gin Leu Ser Gin Arg Ala His 
930 935 940 



Pro Trp Gly Val Ser Arg Ala Pro Gin Leu Trp Leu Gin Arg Trp Cys 
945 950 955 960 



Cys Pro Gly Leu Ser Val Leu His Leu Arg Leu His Thr Asp Gin Val 
965 970 975 



Leu Ala His Pro Val His Ala Pro Gly Ser Gly Gly Ala Ala Glu Gin 
980 985 990 

Leu Ser Ser Lys Ser Arg Arg Arg Val Ser Ala Phe Pro Ser Ser lie 
995 ~ 1000 1005 



Pro Ala Glu Ser Leu Cys Pro Pro Leu Gin Gly Arg Arg Gin Gin 
1010 1015 1020 



Lys Glu Gly Gin Glu Gly Ser His Ser Pro Val Pro Val Thr Arg 
1025 ~ 1030 1035 



Leu Lys Asn Leu lie Thr Cys Leu Asn Gly Ala Gly Glu lie Asn 
1040 1045 1050 



Asn Thr Thr Ser Leu Pro Glu Thr Val Arg Glu Trp Ser Leu Ser 
1055 1060 1065 



Ser Gly Pro Ser Pro Leu Ala Gin Arg Arg Ser Val Gly Val lie 
1070 1075 1080 



Pro Asn Ser Phe Leu Gin Thr Ser Ala Leu Ala Ser Ser lie Gly 
1085 1090 1095 



Arg Ser Phe His Leu Leu Arg Asn Gin Thr Arg Lys lie Arg Cys 
1100 1105 1110 



Asn Cys Ser His Gin Gly Arg Thr Leu Tyr Leu Val Cys Tyr Pro 
1115 1120 1125 



Tyr Leu Leu Leu Thr Ser Leu Lys Gin Gin Gin Pro Thr Lys Arg 
1130 1135 1140 



Cys Leu Glu Gin Ser Glu Leu Gin Val Leu Gin Ser Ser Ser Phe 
1145 1150 1155 
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Cys Pro Ala Thr Ser Ala Phe Lys Asn Gin Lys Lys Gly Gin Gly 
1160 1165 1170 



Ala Gly Leu Leu Leu Thr Trp lie Pro Lys Gin Gly Asp His Leu 
1175 1180 1185 

Glu Leu Leu Gly Gin Arg Lys Glu Arg Thr Glu Pro Ala Ala Pro 
1190 ' 1195 1200 

Thr Pro Phe Ser His Met Pro Gin Ala Leu Ala Ala Leu Trp Thr 
1205 1210 1215 

Gly Gly Gin Arg Ala His Glu Gin Leu Ala Arg Asp Gly Gin Pro 
1220 1225 1230 

Asn Ser Thr Phe Pro Leu Leu Asp Gly Pro Gin His Leu Ser Asp 
1235 1240 1245 

Leu Leu lie Leu Gly Lys Gin Arg Leu Pro Ser Leu Ser lie Ala 
1250 1255 1260 

Thr His Trp Trp Pro Ser Ser Thr Ser Glu Phe Leu Gin Pro Gly 
1265 1270 1275 

Arg Pro Leu Glu His 
1280 

<210> 5 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 5 

gctgtaaagg aaaaacacgc c 21 

<210> 6 

<211> 404 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<222> (337) . . (338) 

<223> Non-consecutive bases 

<400> 6 

gggccgagcc agcggagggg ctcctgaagg ggcgggggcg ggcggggaag ccgttcggcg 60 
aggggcgggg tctctggaag actggcagaa ctcacagcca atggcaggcg ggagccgtcc 120 
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cgttagcgcc ggatccccgc gggtagggcg gggegggcgg cgccgtgggg atcccggggc 180 

agccgagggc ccctgactcg gctcctcgcg gcgacatgga tcggatggcc agctccatga 240 

agcaggtgcc caacccactg cccaaggtgc tgagccggcg cggggtcggc gctgggctgg 300 

aggcggcgga gcgcgagagc ttcgagcgga ctcaggttca gactgtcagc atcaataagg 360 

ccattaatac gcaggaaagt ggctgtaaag gaaaaacatg ccag 404 



- 21 - 



